1 



SEQUENCE LISTING 

<110> Jamal, TEMSAMANI 

Michel, KACZOREK 

Annik, COLIN DE VERDIERE 
<110> SYNT : EM SA 

<120> Pharmaceutical composition comprising an anti-cancer agent and at 
least a peptide 

<13 0> 320654US0PCT 

<140> US 09/856,940 
<141> 11-26-1999 
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<160> 13 

<170> Patentln version 3.1 

<210> 1 
<211> 18 
<212> PRT 
<213> porcus 
<220> 

<221> PEPTIDE 
<222> (1) . . (18) 
<223> Protegrin PG1 
<400> 1 

Arg Gly Gly Arg Leu Cys Tyr Cys Arg Arg Arg Phe Cys Val Cys Val 
15 10 15 

Gly Arg 



<210> 


2 


<211> 


16 


<212> 


PRT 


<213> 


porcus 


<220> 




<221> 


PEPTIDE 


<222> 


(1) . • (16) 


<223> 


Protegrin PG2 


<400> 


2 



Arg Gly Gly Arg Leu Cys Tyr Cys Arg Arg Arg Phe Cys lie Cys Val 



<210> 


3 


<211> 


18 


<212> 


PRT 


<213> 


porcus 


<220> 




<221> 


PEPTIDE 


<222> 


(1) - - (18) 


<223> 


Protegrin PG3 


<400> 


3 



Arg Gly Gly Gly Leu Cys Tyr Cys Arg Arg Arg Phe Cys Val Cys Val 



2 



10 15 



Gly Arg 



<210> 


4 


<211> 


18 


<212> 


PRT 


<213> 


porcus 


<220> 




<221> 


PEPTIDE 


<222> 


(1) . . (18) 


<223> 


Protegrin PG4 


<400> 


4 



Arg Gly Gly Arg Leu Cys Tyr Cys Arg Gly Trp lie Cys Phe Cys Val 
15 10 15 

Gly Arg 



<210> 5 
<211> 18 
<212> PRT 
<213> porcus 
<220> 

<221> PEPTIDE 
<222> (1) . . (18) 
<223> Protegrin PG5 
<400> 5 

Arg Gly Gly Arg Leu Cys Tyr Cys Arg Pro Arg Phe Cys Val Cys Val 
15 10 15 

Gly Arg 



<210> 


6 


<211> 


18 


<212> 


PRT 


<213> 


Limmulus polyphemus 


<220> 




<221> 


PEPTIDE 


<222> 


(1) . . (18) 


<223 > 


Polyphemus in PI 


<400> 


6 



Arg Arg Trp Cys Phe Arg Val Cys Tyr Arg Gly Phe Cys Tyr Arg Lys 
15 10 15 

Cys Arg 



<210> 7 

<211> 18 

<2 12> PRT 

<213> Limmulus polyphemus 
<220> 

<221> PEPTIDE 

<222> (1) . . (18) 

<223> Polyphemusin P2 

<400> 7 



3 



Arg Arg Trp Cys Phe Arg Val Cys Tyr Lys Gly Phe Cys Tyr Arg Lys 
15 10 15 

Cys Arg 



<210> 


8 




<211> 


16 




<212> 


PRT 




<213> 


unidentified 


<220> 






<221> 


PEPTIDE 


<222> 


(1) . . 


(16) 


<223> 


XI to X16 are 


amino 


acids 


and X6 is 


<220> 






<221> 


MISC 


FEATURE 


<222> 


(1) . . 


"(1) 


<223> 


XI 




<220> 






<221> 


MISC 


FEATURE 


<222> 


(2) . . 


"(2) 


<223> 


X2 




<220> 






<221> 


MISC 


FEATURE 


<222> 


(3) . . 


"(3) 


<223> 


X3 




<220> 






<221> 


MISC 


FEATURE 


<222> 


(4) . . 


"(4) 


<223> 


X4 




<220> 






<221> 


MISC 


FEATURE 


<222> 


(5) . . 


"(5) 


<223> 


X5 




<220> 






<221> 


MISC 


FEATURE 


<222> 


(7) . . 


"(7) 


<223> 


X7 




<220> 






<221> 


MISC 


FEATURE 


<222> 


(8) . . 


"(8) 


<223> 


X8 




<220> 






<221> 


MISC 


FEATURE 


<222> 


(9) . . 


"(9) 


<223> 


X9 




<220> 






<221> 


MISC 


FEATURE 


<222> 


(10) . 


(10) 


<223> 


X10 




<220> 






<221> 


MISC 


FEATURE 


<222> 


(11) ■ 


(ID 


<223> 


Xll 




<220> 






<221> 


MISC 


FEATURE 


<222> 


(12) . 


(12) 


<223> 


X12 




<220> 






<221> 


MISC 


FEATURE 



4 



<222> 


(13) . 


■ - (13) 


<223> 


X13 




<220> 






<221> 


MISC 


FEATURE 


<222> 


(14)" 


(14) 


<223> 


X14 




<220> 






<221> 


MISC 


FEATURE 


<222 > 


(15)" 


~. (15) 


<223 > 


X15 




<220> 






<221> 


MISC 


FEATURE 


<222> 


(16)" 


r. (i6) 


<223> 


X16 




<400> 


8 




Xaa Xaa Xaa 


Xaa Xaa 


1 




5 



Trp Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
10 15 



<210> 9 

<211> 18 

<212> PRT 

<213> unidentified 

<220> 

< 2 2 1 > MIS C_F EATURE 
<222> (1) . . (1) 

<223> Groups B may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent an amino acid for which the side chain carries a basic group 
<220> 

< 2 2 1 > MI SC_F EATURE 
<222> (4) . . (4) 

<223> Groups B may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent an amino acid for which the side chain carries a basic group 
<220> 

<221> MIS C_F EATURE 
<222> (9) . . (9) 

<223> Groups B may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent an amino acid for which the side chain carries a basic group 
<220> 

<221> MIS C_FE ATURE 
<222> (10) . . (10) 

<223> Groups B may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent an amino acid for which the side chain carries a basic group 
<220> 

<221> MIS C_FE ATURE 
<222> (11) . . (11) 

<223> Groups B may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent an amino acid for which the side chain carries a basic group 
<220> 

<221> MIS C_F EATURE 
<222> (18) . . (18) 

<223> Groups B may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent an amino acid for which the side chain carries a basic group 
<220> 

<221> MISC FEATURE 



5 



<222> (2 ) . . (2 ) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS C_FE ATURE 
<222> (3) . . (3) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS C_FE ATURE 
<222> (5) . . (5) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS C_FE ATURE 
<222> (6) . . (6) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MI SC_FE ATURE 
<222> (7) . . (7) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS C_FE ATURE 
<222> (8) . . (8) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

< 2 2 1 > MISC_FEATURE 
<222> (12) . . (12) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS C__F E ATURE 
<222> (13) . . (13) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS COFEATURE 
<222> (14) . . (14) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS C_F E ATURE 
<222> (15) . . (15) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (16) . . (16) 



6 



<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS C_FEATURE 
<222> (17) . . (17) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> PEPTIDE 
<222> (1) . . (18) 

<223> Peptide of formula (II) 
<400> 9 

Asx Xaa Xaa Asx Xaa Xaa Xaa Xaa Asx Asx Asx Xaa Xaa Xaa Xaa Xaa 
15 10 15 

Xaa Asx 



<210> 10 

<211> 17 

<212> PRT 

<213> unidentified 

<220> 

< 2 2 1 > M I SC_ FEATURE 
<222> (1) . . (1) 

<223> Groups B may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent an amino acid for which the side chain carries a basic group 
<220> 

<221> MIS C_FE ATURE 
<222> (5) . . (5) 

<223> Groups B may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent an amino acid for which the side chain carries a basic group 
<220> 

<221> MIS C_FE ATURE 
<222> (9) . . (9) 

<223> Groups B may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent an amino acid for which the side chain carries a basic group 
<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (14) . . (14) 

<223> Groups B may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent an amino acid for which the side chain carries a basic group 
<220> 

< 2 2 1 > MISC^FEATURE 
<222> (15) . . (15) 

<223> Groups B may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent an amino acid for which the side chain carries a basic group 
<220> 

< 2 2 1 > MISC_FEATURE 
<222> (17) . . (17) 

<223> Groups B may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent an amino acid for which the side chain carries a basic group 
<220> 



7 



<221> MIS C_FE ATURE 
<222> (2) . . (2) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS C_F E ATURE 
<222> (3) . . (3) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS C_F E ATURE 
<222> (4) . . (4) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS C_FEATURE 
<222> (6) . . (6) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS C_FEATURE 
<222> (7) . . (7) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS C_FEATURE 
<222> (8) . . (8) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (10) . . (10) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS COFEATURE 
<222> (11) . . (11) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS C_F E ATURE 
<222> (12) . . (12) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MIS C_FEATURE 
<222> ( 13 ) . . (13 ) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> MISC FEATURE 



8 



<222> (16) . . (16) 

<223> Groups X may be identical or different, and represent a natural or 
non-natural amino acid, including amino acid with D configuration and 
represent a residue of aliphatic or aromatic amino acid 
<220> 

<221> PEPTIDE 
<222> (1) . . (17) 

<223> Peptide of formula (III) 
<400> 10 

Asx Xaa Xaa Xaa Asx Xaa Xaa Xaa Asx Xaa Xaa Xaa Xaa Asx Asx Xaa 
15 10 15 



Asx 



<210> 11 

<211> 18 

<212> PRT 

<213> unidentified 

<220> 

<221> PEPTIDE 
<222> (1) . . (18) 
<400> 11 

Arg Gly Gly Arg Leu Ser Tyr Ser Arg Arg Arg Phe Ser Thr Ser Thr 
15 10 15 

Gly Arg 



<210> 


12 


<211> 


18 


<212> 


PRT 


<213> 


unident i f ied 


<220> 




<221> 


PEPTIDE 


<222> 


(1) • • (18) 


<400> 


12 



Arg Gly Gly Arg Leu Ser Tyr Ser Arg Arg Arg Phe Ser Val Ser Val 
15 10 15 

Gly Arg 



<210> 13 

<211> 17 

<2 12> PRT 

<213> unidentified 

<220> 

<221> PEPTIDE 
<222> (1) . . (17) 
<400> 13 

Lys Trp Ser Phe Arg Val Ser Tyr Arg Gly lie Ser Tyr Arg Arg Ser 
15 10 15 

Arg 



<211> 14 

<2 12> PRT 

<213> unidentified 



9 



<220> 

<221> PEPTIDE 
<222> (1) . . (10) 
<400> 14 

Arg Arg Leu Ser Tyr Ser Arg Arg Arg Phe 
15 10 



<210> 15 

<211> 16 

<212> PRT 

<213> unidentified 

<220> 

<221> PEPTIDE 
<222> (1) . . (16) 

<223> Peptide with amino acids in D form 
<400> 15 

Arg Gin lie Lys lie Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Lys 
15 10 15 



<210> 16 

<211> 17 

<212> PRT 

<213> unidentified 

<220> 

<221> PEPTIDE 
<222> (1) . . (17) 
<400> 16 

Cys Glu Asn lie Lys lie Trp Leu Ser Leu Arg Ser Tyr Leu Lys Arg 
15 10 15 

Arg 



<210> 17 

<211> 18 

<2 12> PRT 

<213> unidentified 

<220> 

<221> PEPTIDE 
<222> (1) . . (18) 
<400> 17 

Arg Gly Gly Arg Leu Ala Tyr Leu Arg Arg Arg Trp Ala Val Leu Val 
15 10 15 



Gly Arg 



